/CftF Errors Corroctod by tho STIC Systoms Branch ^ ") A//A 

Sertaf Number: ^ I /( l \l^TH ^ ^ Edi'^by: /hJ\ J~ 

□ Changed a file from non-ASCII to ASCII t /V ft £ £} ' * > 

| — | Changed the margins in cases where the sequence text was "wrapped" down to the next line. 



□ 



□ 



Edited a format error in the Current Application Data section, specifically: 

■ : ■ " = T- W 



| — | ed it e d the Current Application Data section with the actual current number. The nuniber inputted by the 
applicant was D the prior application data; or □ other _ • 

| | Added the mandatory heading and subheadings for "Current Application Data". 

| — | Edited the "Number of Sequences" field. The applicant spelled out a number instead ol using an integer. 
[ — | Changed the spelling of a mandatory field (the headings or subheadings), specifically: ^ 

.^j* ~ : 

I — | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

r~ ] Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

I — f Corrected sobheading placement. All responses must be on the same line as each subheading. If the 
1 — 1 applicant placed a response below the subheading, this was moved to its appropnate place. 



Inserted colons after headings/subheadings. Headings edited included: 



| — | Deleted extra, invalid, headings used by an applicant, specifically: 



I — I Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 
— □ page numbers throughout text; □ other invalid text, such as _ • 



[ | Inserted mandatory headings, specifically: 

[ | Corrected an obvious error in the response, specifically: 
*- , JL. - 



| | Edited identifiers where upper case is used but lower case is required, or vice versa. 

| | Corrected an ert% in the Number of Sequences field, specifically: 

| | a "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| — | Deleted ending stop,, codbn in arrt^o acid sequences and adjusted the "(A)Lenglh:" field accordingly (error 
" due to a Patentln bug). Sequences corrected: _ 




Other: 



(o^f- aij^f o^+J has. 



'Examiner: TheWve corrections must be communicated to the applicant in the first Office 
Action. "DO NOT send a copy of this form. 
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4 <110> APPLICANT: DeBonte, Lorin R. 

5 Fan, Zhegong 

6 Miao, Guo-Hua 

8 <120> TITLE OF INVENTION: FATTY ACID DESATURASES AND MUTANT SEQUENCES THEREOF 
10 <130> FILE REFERENCE: 07148-063003 

12 <140> CURRENT APPLICATION NUMBER: US 09/771, 904A 

13 <141> CURRENT FILING DATE: 2001-01-29 

15 <150> PRIOR APPLICATION NUMBER: US 08/874,109 

16 <151> PRIOR FILING DATE: 1997-06-12 
18 <160> NUMBER OF SEQ ID NOS : 70 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 1155 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Brassica napus 

27 <220> FEATURE: 

28 <221> NAME/KEY: CDS 

29 <222> LOCATION: (1)...(1152) 

30 <223> OTHER INFORMATION: Wild type Fad2 

32 <221> NAME/KEY: misc_feature 

33 <222> LOCATION: 205 

34 <223> OTHER INFORMATION: n = a, g, c, or t/u 
W — > 36 <400> 1 
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Ser 


Phe 


Ser 


Tyr 


Leu 


He 


Trp 


Asp 


He 


He 


He 


Ala 


Ser 






ZZ<± 


50 








55 










60 












w — > 




tgc ttc tac 


tac 


ntc 


gec 


acc 


act 


tac 


ttc 


cct 


etc 


etc 


cct 


cac 


cct 






001 


Cys Phe Tyr 


Tyr 


Xaa 


Ala 


Thr 


Thr 


Tyr 


Phe 


Pro 


Leu 


Leu 


Pro 


His 


Pro 






OOQ 
££0 


65 






70 










75 










80 






O O A 


etc tec tac 


ttc 


gee 


tgg 


cct 


etc 


tac 


tgg 


gee 


tgc 


caa 


ggg 


tgc 


gtc 


Zoo 




231 


Leu Ser Tyr 


Phe 


Ala 


Trp 


Pro 


Leu 


Tyr 


Trp 


Ala 


Cys 


Gin 


Gly 


Cys 


Val 






232 






85 










90 










95 








234 


eta acc ggc 


gtc 


tgg 


gtc 


ata 


gee 


cac 


aag 


tgc 


ggc 


cac 


cac 


gee 


ttc 


336 




235 


Leu Thr Gly 


Val 


Trp 


Val 


He 


Ala 


His 


Lys 


Cys 


Gly 


His 


His' 


Ala 


Phe 






236 




100 










105 










110 










238 


age gac tac 


cag 


tgg 


ctt 


gac 


gac 


acc 


gtc 


ggt 


etc 


ate 


ttc 


cac 


tec 


384 




239 


Ser Asp Tyr 


Gin 


Trp 


Leu 


Asp 


Asp 


Thr 


Val 


Gly 


Leu 


He 


Phe 


His 


Ser 






240 


115 










120 










125 












242 


ttc etc etc 


gtc 


cct 


tac 


ttc 


tec 


tgg 


aag 


tac 


agt 


cat 


cgc 


age 


cac 


432 




243 


Phe Leu Leu 


Val 


Pro 


Tyr 


Phe 


Ser 


Trp 


Lys 


Tyr 


Ser 


His 


Arg 


Ser 


His 






244 


130 








135 










140 
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OA £. 
Z *± D 


Cal 


tec 


aac 


act 


ggc 


t cc 


etc 


gag 


aga 


gac 


gaa 


gtg 


ttt 


gtc 


ccc 


aag 


dan 


Zfl f 


Hie 
nib 




Asn 


Thr 


PI \7 

o-L y 




Leu 


Glu 


Arg 


Asp 


Glu 


Val 


Phe 


Val 


riu 


Lys 




Z4 O 


±H 0 




















155 










1 ou 




zou 


aag 


aag 


tea 


gac 


_ 4_ _ 
arc 


aag 


tgg 


tac 


ggc 


aag 


tac 


etc 


aac 


aac 


cct 


ttg 


0 z 0 


ZO 1 


Lys 


Lys 


Ser Asp 


lie 


Lys 


irp 


Tyr 


Gly Lys 


Tyr 


Leu 


Asn 


Asn 


c ro 


Leu 




ZOZ 










1 oo 










1 /U 










I/O 






Z04 


gga 


cgc 


acc 


gtg 


arg 


ma 


acg 


gtt 


cag 


ttc 


act 


etc 


ggc 


tgg 


ccg 


ttg 


O/O 


ZOO 


biy 


Arg 


Thr 


Val 


ixte l 


Leu 


i nr 


Val 


Gin 


Phe 


Thr 


Leu 


Gly 


Trp 


riO 


Leu 




ZOO 








1 OA 

180 










185 










190 








o c o 

2oo 


tac 


tta 


gec 


ttc 


aac 


gtc 


teg 


gga 


aga 


cct 


tac 


gac 


ggc 


ggc 


ttc 


cgt 


a 

OZ H 


Zoy 


Tyr 


Leu 


Ala 


Phe 


Asn 


vai 


Ser 


Gly Arg 


Pro 


Tyr Asp Gly Gly 


rne 


Arg 




260 






19o 










200 










205 










262 


tgc 


cat 


ttc 


cac 


ccc 


aac 


get 


ccc 


ate 


tac 


aac 


gac 


cgc 


gag 


cgt 


etc 


b / Z 


Zoo 


Cys 


nlS 


Phe 


His 


Pro 


Asn 


Aia 


Pro 


He 


Tyr 


Asn 


Asp Arg 


Glu 


Arg 


Leu 




264 




210 










215 










220 












266 


cag 


ata 


tac 


ate 


tec 


gac 


get 


ggc 


ate 


etc 


gee 


gtc 


tgc 


tac 


ggt 


etc 


Ton 
/ ZU 


Z b / 


bin 


lie 


Tyr 


He 


C i~l -v- 

ber 


Asp 


Aia 


Gly 


He 


Leu 


Ala 


Val 


Cys 


Tyr 


P 1 \r 

biy 


Leu 




O o 

zoo 


o o c 
ZZO 










230 










235 










O A ft 

Z4 u 




272 


ttc 


cgt 


tac 


gee 


gee 


ggc 


cag 


gga 


gtg 


gee 


teg 


atg 


gtc 


tgc 


ttc 


tac 


/DO 


O "7 O 

27 3 


Phe 


Arg 


Tyr 


Ala 


Ala 


Gly 


Gin 


Gly Val 


Ala 


Ser 


Met 


Val 


Cys 


Phe 


Tyr 




274 










245 










o c r\ 

250 










o c c 

2oo 






O T /T 

276 


gga 


gtc 


ccg 


ctt 


ctg 


att 


gtc 


aat 


ggt 


ttc 


etc 


gtg 


ttg 


ate 


act 


tac 


01 C 

olo 


Oil 

Z f f 


bly 


val 


Pro 


Leu 


Leu 


He 


vai 


Asn 


Gly 


Phe 


Leu 


Val 


Leu 


He 


1 nr 


Tyr 




278 








260 










265 










o i n 
Z /O 








280 


ttg 


cag 


cac 


acg 


cat 


cct 


tec 


ctg 


cct 


cac 


tac 


gat 


teg 


tec 


gag 


4- 

tgg 


Q C A 
O 04 


Zo 1 


Leu 


bin 


His 


Thr 


His 


Pro 


Ser 


Leu 


Pro 


His 


Tyr 


Asp 


Ser 


Ser 


Pin 

blU 


Trp 




o o o 

282 






O "7 C 

Z7o 










280 










285 










284 


gat 


tgg 


ttc 


agg 


gga 


get 


ttg 


get 


acc 


gtt 


gac 


aga 


gac 


tac 


gga 


ate 


y iz 


Zoo 


Asp 


Trp 


Phe 


Arg 


Gly Ala 


Leu 


Ala 


Thr 


Val 


Asp 


Arg 


Asp 


Tyr 


ri „ 
biy 


lie 




zo 6 




o n r» 
Z9U 










one 

z y o 










300 












o o o 
zoo 


ttg 


aac 


aag 


gtc 


ttc 


cac 


aat 


att 


acc 


gac 


acg 


cac 


gtg 


gee 


cat 


cat 


you 


z o y 


Leu 


Asn 


Lys 


Val 


Phe 


His 


Asn 


He 


Thr 


Asp 


Thr 


His 


Val 


Ala 


nib 


nib 




z y u 


OUO 










310 










315 










oz u 




z yz 


ccg 


ttc 


tec 


acg 


atg 


ccg 


cat 


tat 


cac 


gcg 


atg 


gaa 


get 


acc 


aag 


gcg 


1 UUo 


z y o 


Pro 


irne 


Ser 


Thr 


Met 


Pro 


HIS 


Tyr 


His 


Ala 


Met 


Glu 


Ala 


Thr 


Lys 


.H.lcl 




z y 4 










325 










330 










*3 ^ R 

000 






z y o 


ata 


aag 


ccg 


ata 


ctg 


gga 


gag 


tat 


tat 


cag 


ttc 


gat 


ggg 


acg 


ccg 


gtg 


1 uo 0 


297 


He 


Lys 


Pro 


He 


Leu 


Gly 


Glu 


Tyr 


Tyr 


Gin 


Phe 


Asp 


Gly 


Thr 


Pro 


Val 




298 








340 










345 










350 








300 


gtt 


aag 


gcg 


atg 


tgg 


agg 


gag 


gcg 


aag 


gag 


tgt 


ate 


tat 


gtg 


gaa 


ccg 


1104 


301 


Val 


Lys 


Ala 


Met 


Trp 


Arg 


Glu 


Ala 


Lys 


Glu 


Cys 


He 


Tyr 


Val 


Glu 


Pro 




302 






355 










360 










365 










304 


gac 


agg 


caa 


ggt 


gag 


aag- 


aaa 


ggt 


gtg 


ttc 


tgg 


tac 


aac 


aat 


aag 


tta 


1152 


305 


Asp 


Arg 


Gin 


Gly 


Glu 


Lys 


Lys 


Gly 


Val 


Phe 


Trp 


Tyr 


Asn 


Asn 


Lys 


Leu 




306 




370 










375 










380 












308 


tga 
































1155 


310 


<210> SEQ ID NO: 


; 4 


























311 


<211> LENGTH: 384 


























312 


<212> TYPE: 


PRT 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; N Pos . 

Seq#:l; Xaa Pos. <o& 

Seq#:2; Xaa Pos. 69/ 

Seq#:3; N Pos. 205^ 

Seq#:3; Xaa Pos. 69 

Seq#:4; Xaa Pos. 69 
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